The complete mitochondrial genome of the toad-headed lizard subspecies, Phrynocephalus theobaldi orientalis (Reptilia, Squamata, Agamidae).
The first complete mitochondrial genome sequence of Phrynocephalus viviparity was determined for the toad-headed lizard Phrynocephalus theobaldi orientalis. The 16,608 bp mitogenome contains 13 protein-coding genes, 2 rRNA genes, 22 tRNA genes and 2 control regions (CRs). The overall base composition of H-strand is T: 26.7%, C: 24.5%, A: 37.6%, G: 11.2%. The gene arrangement and composition of P. theobaldi orientalis was similar to other published mitochondrial genomes of Phrynocephalus oviparity, except that tRNA-Phe and tRNA-Pro were exchanged. The control region comprised two parts, one between tRNA-Thr and tRNA-Phe and another between tRNA-Pro and 12S RNA. The complete mitogenome sequence of P. theobaldi orientalis provided fundamental data for resolving phylogenetic and genetic problems related to Phrynocephalus viviparity.